Key indicators: single-crystal X-ray study; T = 198 K; mean (C-C) = 0.003 Å; R factor = 0.055; wR factor = 0.162; data-to-parameter ratio = 18.5.
The reaction of (E)-tert-butyl 4-[3-(dimethylamino)acryloyl]-piperidine-1-carboxylate with methylhydrazine leads to the formation of the title compound, C 14 H 23 N 3 O 2 , with a 1-methyl-1H-pyrazol-5-yl substituent. The plane of the pyrazole ring forms a dihedral angle of 33.4 (1) with the approximate mirror plane of the piperidine ring.
Related literature
For the structure of a related compound with a five-membered aromatic ring bonded to a saturated six-membered ring, see: Basil et al. (2002) .
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Comment
The reaction of (E)-tert-butyl 4-(3-(dimethylamino)acryloyl)piperidine-1-carboxylate with methylhydrazine leads to the formation of a pyrazole ring and can potentially produce two compounds differing in the location of the methyl group.
The present X-ray study unambiguously established the structure of the product of the above cyclization as the piperidine derivative with 1-methylpyrazol-5-yl substituent (Fig.1) .
The mean plane of the pyrazolyl ring forms a dihedral angle of 33.4 (1)° with the plane drawn through the C6, C3, N1, C10 atoms; this plane in fact coincides with the approximate mirror plane of the piperidine ring. The known structures featuring direct bonding between an aromatic 5-membered ring and a cycloxane/piperidine ring are surprisingly scarce. The conformation of the title compound is substantially different from that of (1R,2R,3S)-1-((4S)-4-tert-butyl-2-oxazolinyl)-2-phenyl-3-(phenylsulfonyl)cyclohexane (Basil et al., 2002) , where the 5-membered ring carries neither H atoms nor any other substituents in 1 and 3 positions and is effectively coplanar with the mirror plane of the cyclohexyl group.
Experimental
A mixture of (E)-tert-butyl 4-(3-(dimethylamino)acryloyl)piperidine-1-carboxylate (3.95 g, 14 mmol) and methylhydrazine (0.77 ml, 1.05 eq) was refluxed for 2 h in ethanol (20 ml). The reaction mixture was then cooled down and evaporated to dryness. The residue was dissolved in 2-methyltetrahydrofurane, and the crystals formed were filtered to give 1.05 g (32%) of a white solid. It was then again recrystallized by slow evaporation of an ethylactetate solution to obtain the crystals suitable for X-ray study. 
Refinement
All H atoms were placed in geometrically calculated positions (C-H = 0.95, 0.98, 0.99 and 1.00 Å for aromatic, methyl, methylene and methyne H atoms respectively) and included in the refinement in riding motion approximation. The U iso (H) were set to 1.2U eq of the carrying atom for aromatic, methylene and methyne groups, and 1.5U eq for methyl H atoms. Figures   Fig. 1 . The molecular structure of the title compound showing 50% probability displacement ellipsoids and atom numbering scheme; H atoms are drawn as circles with arbitrary small radius. 
